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In Figure S5D of this article, the representative flow cytometry plot of forward versus side scatter for unstimulated platelets was incor-
rectly duplicated during the final formatting of the paper for SPF+PCPA and GF conditions. The figure has been corrected online, and
the originally published descriptions of the results in the text and figure legend are accurate.
In Figure 3A, the ‘‘GF+conv’’ bar represents germ-free (GF) mice conventionalized with standard pathogen-free (SPF) microbiota on
postnatal day 21 (P21). The publishedmain text incorrectly referred to conventionalization on P42. Though we show in Figure 1B very
similar levels of colonic serotonin after conventionalization on P21 versus P42, the ‘‘GF+conv’’ data in Figure 3A is specifically from
GF mice conventionalized on P21. This error in the text has also been corrected online.
Overall, these changes have no bearing on the experimental results or conclusions presented in themanuscript. We apologize for any
inconvenience that these errors have caused.258 Cell 163, 256–258, September 24, 2015 ª2015 Elsevier Inc.
